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Abstract

The Helicobacter pylori can cause gastrointestinal disease and a series of systemic diseases. The classic triple therapy and the classic
quadruple therapy are becoming less effective due to the increasing level of resistance of Helicobacter pylori to antibodies and the
side effects of antibodies. Probiotics can coordinate the stomach flora, reduce the rate of adverse reactions, and enhance eradiation
rate. In this paper, a review is made on the clinical effects and functions of probiotics, and the feasibility, as well as the outlook on the

using of probiotics are discussed.
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