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Abstract

Objective: To study the effect of miRNA induced by electrical stimulation on the biological function of Schwann cells. Methods:
The rat sciatic nerve crush model was established and divided into an electrical stimulation group and a non-electric stimulation
group. The electrical stimulation group was given electrical stimulation for 1 hour a day. On day 7, the expression levels of miR-365-
3p, miR-19a-3p, and miR-19-3p at the crush site were detected by real-time fluorescent quantitative reverse transcription polymerase
chain reaction (QRT-PCR). RSC96 cells were divided into mock control, miR-365-3p mimic, miR-19a-3p and miR-19b-3p mimic,
and the changes of RSC96 cell migration ability were detected by Transwell chamber experiment. The number of target genes of
miR-365-3p, miR-19a-3p and miR-19-3p was predicted by TargetScan, miRWalk and miRDB. Results: The expressions of miR-
365-3p, miR-19a-3p, and miR-19-3p were increased after electrical stimulation for sciatic nerve injury. After transfecting Schwann
cells with miR-365-3p, miR-19a-3p, miR-19-3p and their control, Transwell migration assay showed that compared with miR-NC
group, miR-365-3p group, MiR-19a-3p group and miR-19-3p group promote the migration of Schwann cells. TargetScan, miRWalk
and miRDB three databases predicted the number of target gene collections of miR-365-3p, miR-19a-3p and miR-19-3p to be 69, 78
and 56 respectively. Conclusion: Electrical stimulation changes the expression of miR-365-3p, miR-19a-3p, and miR-19-3p in the
process of nerve injury repair, and promotes the migration of Schwann cells. The function of promoting migration may be related to
the target genes predicted by the database.
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