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Abstract

Objective: To study the mechanism of action of Gualou Xiebai Banxia Tang in the treatment of acute coronary syndrome (ACS)
based on network pharmacology. Method: The TCMSP database was used to screen the main active ingredients and potential targets
of the three traditional Chinese medicines of Gualou Xiebai Banxia Tang; Constructing an active ingredient target network diagram
using Cytoscape software; Retrieve relevant targets for acute coronary syndrome using the Genecards database; Extract drug targets
and PPI networks, and use the CytoHubba plugin in Cytoscape software to screen the key targets of Gualou Xiebai Banxia Tang for
the treatment of acute coronary syndrome; Use Metascape IL6, TNF, VEGFA, IL1B, CCL2, CXCLS, IL10, ACT1, CRP, ICAMI.
Key biological processes and pathways may include Lipid and atherosclerosis, Pathways in cancer, Chagas disease, Hepatitis C,
Transcriptional disorder in cancer, HIF-1 signaling pathway, T-cell receptor signaling pathway, Longevity regulating pathway,
Osteoclast differentiation, Complement and complement pathway. oscillation cascades). Conclusion: This study preliminarily
revealed the mechanism of multi component, multi target, and multi pathway treatment of acute coronary syndrome with Gualou
Xiebai Banxia Tang, providing a basis for the clinical development and utilization of Gualou Xiebai Banxia Tang.
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