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Abstract

Colorectal cancer is one of the three most common cancers in the world, and the mortality rate is increasing year by year, and its
occurrence and development is a complex multi-stage process, involving the combined effects of genetic factors, environmental
factors, lifestyle and other factors. In the process of searching for new therapeutic targets and diagnostic markers, epigenetic
modifications, especially m6A methylation modifications, which are a ubiquitous post-transcriptional modification on eukaryotic
mRNA and non-coding RNAs, play a key role in regulating gene expression, involving RNA splicing, degradation, trafficking,
nuclear localization. In terms of stability and translation, a variety of m6A methyltransferases (writers), such as METTL3, METTL14,
etc., as well as demethylases (erasers), such as FTO and ALKBHS, as well as m6A recognition proteins (readers), such as YTHDF1,
YTHDF2, etc., have been identified, which are related to the occurrence and development of a variety of diseases, especially in
cancer, and the changes of m6A modification are closely related to tumor proliferation, metastasis and chemotherapy resistance. This
paper comprehensively summarizes the function of m6A methyltransferase in CRC and its potential molecular mechanisms, aiming
to provide new ideas for finding diagnostic biomarkers and therapeutic targets for colorectal cancer.
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