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Abstract

Through the bioinformatics analysis of ISG15, firstly, the expression of ISG15 in cancer tissues was analysed by pan-cancer analysis
in TCGA database, and it was found that its expression was up-regulated in many cancer types, among which it was significantly up-
regulated in head and neck cancers, which confirmed that it was a cancer-related gene. The expression of ISG15 in hypopharyngeal
carcinoma was found to be significantly elevated compared with normal tissues, and its possible role in hypopharyngeal carcinoma
was analysed by enrichment analysis, and it was further concluded that ISG15 plays a certain role in hypopharyngeal carcinogenesis.
Finally, the qPCR results confirmed that the expression of ISG15 was up-regulated in hypopharyngeal carcinoma and had the
potential to become a molecular marker for hypopharyngeal carcinoma.
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