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Abstract

Hepatitis B virus (HBV) infection is a global epidemic. According to statistics, nearly 2 billion people in the world have been infect-
ed with HBV, and 250 million people are chronic carriers. China is a high incidence of HBV, nearly 90 million chronic HBV carriers,
chronic hepatitis B infection is due to the presence of HBV CCC DNA in the nucleus of the infected liver. However, the clinical diag-
nosis is still dominated by laboratory examination, and imaging detection is of great value in the assessment of the degree and disease
of liver fibrosis and prognosis. In recent years, studies have shown that detection of HBV cccDNA can provide reliable virological in-
dicators for safe drug withdrawal and clinical cure of the disease, but the precision detection technology and stability need to be further
studied. In this paper, the recent advances in the detection methods and techniques of chronic hepatitis B are reviewed.
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