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Abstract

Since 2013, a new gene editing technology, clustered regularly interspaced short palindromic repeats (CRISPR) / cas9, has attracted great
attention and become the hottest gene editing system. Its emergence promotes the development of gene editing technology and shows a
broad application prospect. With the continuous emergence of new and improved gene editing technologies based on the CRISPR/Cas sys-
tem, genes can be easily recombined or single bases can be freely replaced or deleted without cutting DNA. Compared with the CRISPR/
Cas system, these improved alternative technologies are more flexible, providing a brand-new program for genetic engineering and therapy,
and also providing a powerful technical support for the comprehensive research of genes. At present, the technology has carried out precise
gene modification in the genome of embryonic stem cells, bacteria, zebrafish and mice. Therefore, it has become a cost-effective and con-
venient tool for a variety of genome editing purposes, including gene therapy research. We believe that the continuous innovation of gene
editing technology based on CRISPR / CAS system will play a more important role in the field of biological research in the future. There-
fore, the paper systematically introduces CRISPR/cas9 gene editing technology in order to have a deeper understanding of gene editing
technology.
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