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Abstract

Human beings’ exploration of life and health is advancing with the change of times. With the growth of age, human immunity is low
and chronic diseases of organ system occur frequently, which have a serious impact on human health. Genes, environment and other
random factors determine the outcome of longevity, while intestinal flora is considered to be the determinant of human health and lon-
gevity, mainly because it has a huge impact on human immunity, growth and development and other aspects. Research on the relation-
ship between intestinal flora and longevity is of great scientific value, which is conducive to improving the health status of elderly peo-
ple and increasing the overall life expectancy of human beings. The paper reviews the research progress of intestinal flora and longevity.
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