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Abstract

Objective: Long non-coding RNAs (IncRNAs) play a crucial role during the development and progression of various tumors, includ-
ing breast cancer (BC).The expression of the small nucleolar RNA host gene 3 (SNHG3) is highly regulated in BC. Nevertheless, the
clinical significance and prognostic value of SNHG3 in BC have not been studied. Here, we examined the potential prognostic role of
SNHGS3 in patients with BC. Methods:We investigated the differential expression of SNHG3 using the data from The Cancer Genome
Atlas (TCGA) database. Then we measured SNHG3 expression in BC tissues (n = 176) and in neighboring normal tissues via quantita-
tive real-time PCR (qQRT-PCR). The correlation between SNHG3 and clinical pathological characteristics was analyzed using Pearson’s
x2 test. A survival analysis using the Kaplan—-Meier and Cox regression methods clarified the prognostic value of SNHG3. Results:SN-
HG3 was significantly upregulated in tumor tissues vs. neighboring normal tissues in patients with BC. Furthermore, SNHG3 expres-
sion was positively associated with tumor size, lymphatic metastasis, and TNM stage . The Kaplan—Meier survival analysis showed
that patients in the high-expression group had a shorter disease-free survival (DFS) and overall survival (OS) than did patients in the
low-expression group. A subsequent multivariate analysis showed that SNHG3 might be an independent prognostic factor for both DFS
in patients with BC. Conclusion:Our study suggests that the SNHG3 is upregulated and might be used as a biomarker of prognosis in
patients with BC.
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