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Abstract

Objective: In order to understand the application effect of ELISA and NAT in the screening of blood samples of unpaid blood donors,
this study analyzed the results of ELISA and NAT of blood samples of unpaid blood donors from Guizhou Blood Center, China from
2018 to 2020. Methods: All blood samples from unpaid blood donors used parallel enzyme-linked immunosorbent assay (ELISA)
and single nucleic acid joint test (TRI-NAT) mode. Results: Among the 313392 unpaid blood donor samples from 2018 to 2019, 3043
ELISA (HBsAg/anti-HCV/anti-HIV) reaction samples were detected, with a total detection rate of 0.97%, and ELISA testing between
different years The response rate was compared, and the difference was statistically significant (32=22.983, P<0.001). TRI-NAT test
was performed on 313 392 blood donation specimens, and 2449 reactive specimens were detected, with a total detection rate of 0.78%.
Comparing the identification results of nucleic acid reactive specimens in different years, the difference was statistically significant
(%2=6.680, P=0.035). A single virus identification test was performed on 2449 TRI-NAT positive specimens. The positive identification
rate of nucleic acid reactive specimens in different years was compared, and the difference was not statistically significant (32=2.819,
P=0.244). Conclusion: The combined use of enzyme immunoassay and nucleic acid detection can play their respective advantages,
complement each other, increase the detection rate of blood transfusion-related infectious viruses, reduce the probability of blood trans-
mission of pathogens, and effectively improve the safety of blood transfusion.
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