TiMlEREFEE - F045-FE7HH-2021£78 DOI: https://doi.org/10.12345/yzlcyxzz.v4i7.8403

Research Progress on the Influence of Microbial Community-
Brain-Long Axis on Central Nervous System Diseases

Yingchun Yu' Shaorui Niu*> Haoran Chu’ Yue Dong’

1.School of Clinical Medicine, Beihua University, Jilin, Jilin, 132013, China
2.School of Clinical Medicine, Jining Medical University, Jining, Shandong, 272067, China

Abstract

Intestinal flora is involved in many physiological processes and is closely related to human health. Micro ecological balance was broken
when flora, in turn, lead to long-term dysbacteriosis state, by microbial community-brain-long axis mechanism, through the intestines
nervous system, immune system, endocrine system and so on many kinds of ways interaction affect brain function, increase the risk of
Parkinson’s disease, Alzheimer’s disease, vascular dementia, post-traumatic stress disorder and other neurological diseases, bacteria
transplantation, probiotics, traditional Chinese medicine (TCM) regulation, acupuncture point acupuncture is expected by improving the
intestinal flora imbalance, and thus dysbacteriosis related neurological disease risk.
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