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Abstract

Objective: To study the effects of long-chain noncoding RNA TLX1NB on proliferation and apoptosis of glioma cells, and to explore
the mechanism. Methods: The expression level of TLXINB in Pan cancer in TCGA database was analyzed by bioinformatics,
and the expression differences between glioma and normal tissues were compared. The effects of tixInb on proliferation, cycle
and apoptosis of glioma cells U251 and U87 were analyzed by CcKS, clone formation assay and flow cytometry. The targeting
relationship between TLX1INB and miR-328-3p, ABCG2 and miR-328-3p was verified by Pita, MIRanda, TargetScan prediction and
double luciferase reporting experiment. To detect whether TLX1NB affects the proliferation and apoptosis of glioma cells through
miR-328-3p. Results: Bioinformatics analysis showed that compared with other tumor tissues, TLXINB was highly expressed in
low-grade glioma tissues. Compared with normal tissues, TLXINB was up-regulated in glioma tissues (P<0.05). Interfering with
TLXINB significantly inhibited the proliferation, clone formation, arrested cell cycle and promoted cell apoptosis of glioma cells
U251 and U87. Double luciferase report experiment showed that TLX1INB could specifically bind miR-328-3p, inhibit the expression
level of miR-328-3p, interfere with TLXINB and restore the expression of miR-328-3p, which could reverse the effect of TLXINB
on glioma cell proliferation and apoptosis. The results of double Luciferase Report showed that miR-328-3p directly combined with
ABCG2 3’UTR and inhibited the expression of target gene ABCG2. Conclusion: IncRNA TLXINB affects the proliferation and
apoptosis of glioma cells by targeting miR-328-3p / ABCG2, which is a potential molecular marker in glioma.
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